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The entire cell can be viewed as factory that contains an elaborate
net work of interlocking assembly lines, each of which is
composed of set large protein machines

Modern machines comprised of subsystems from different
“domains” (l.e., mechanical, electrical, fluid, thermal) are often
analyzed by enerqy-based approach

Any real understanding of the function of a protein machine will
require not only its resting structure in atomic detail, but also a
knowledge of the kinetics and energetic of each of its reaction
intermediates
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Photosynthetlc pathways in chlor?plasts
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Space distribution of protein electron
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Thylakoid Membrane and Luminal Space
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Equipotential surfaces calculated according to
Poisson-Boltzmann equations _,
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The dependence of Pc-Cyt f complex formation rate in lumen
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on the distance between thylakoid membranes




Plastoquinone trajectory in a thylakoid membrane
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