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P700+ (rel. un.)

Time, ms
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Equipotential surfices of FNR (PDB: 1QUE) and reduced
Fd (PDB: 1FRD) from Anabaena 7120
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Dependence of the rate constant of Fd-FNR and Fd-HG

complex formation on pH in the three-protein system
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cytochrome f

‘, {
Spinacia oleracea Chlamydomonas Phormidium Nostoc sp. **
Brassica rapa reinhardtii laminosum
Total charge: Total charge: Total charge: Total charge:
plastocyanin: -8 e.c. plastocyanin: -6 e.c. plastocyanin: -3 e.c.  plastocyanin: +1 e.c.
cytochrome f; -4 e.c. cytochrome f: -2 e.c. cytochrome f: -16 e.c. cytochrome f; -18 e.c
L -
-100 mv 0 +100 mVv

Fedorov et al., Physiologia Plentarum 2019
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Molecular dynamics of productive
and non-productive encounter
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Ob6pasoBaHUe KOMNAeKca NNACTOLMAHMNHA
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Middle-out modeling strategy
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